...I", TWi L<^WU<^Y^*&~ : ^ ' ™ CRFProcessm^Oate: 



□ 




Serial NunrtbeK 09/5^ Qf^H p Kl lT r- ^ f- J^tt 1 

Q Changed a ,ileW»SCII to ASCII ^ I M 1= ERE £J w, ,e ^ 

j— ] ^ Changed the margins in cases where the seguence text was \^aj^ ^[^^oe?ct line. 



Edited a format error in the Current Application Data section, specifically: 

'EZr ' Edited to* Current Application Data section with the actuaJ current number. The number inputted by the 
applicant was □ the prior application data; or □ other , • 

I I Added the mandatory heading and subheadings for 'Current Application Data". 

| — | Edited the "Number of Sequences' field. The applicant spelled out a number instead of using an integer. 
| — | Changed the spelling of a mandatory field (the headings ofsubheadings), spectfte%:. 



| — ] Corrected the SEQ ID NO when obviously incorrect. The sequence gumbers that were edited were: 

r— J Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

I 1 Corrected subheading placement. All responses must be on the same line as each subheading. If the 

— applicant placed a response below the subheading, this was moved to its appropriate place. 

| — | Inserted colons after headings/subheadings. Headings edited included: ^ECEfVED 

j— j Deleted extra, invalid, headings used by an applicant, specifically: DfC 1 J 



I — I Deleted: □ non-ASCII -garbage' at the beginning/end of tiles: □ secretary inrtialsyTire>^eiy8ilWia file: 
— / □ page numbers throughout text; □ other invalid text, such as _ • 

ftTj Inserted mandatory headings, specifically: , /4^j f& ~M~*l*faej 12, 7 

1 — 1 />j^un^i^- 
| [ Corrected an obvious error in the response, specifically: 

r , . - 

| | . Edited identifiers where upper case is used but lower case is required, or vice versa. 

| | Corrected an error in the Number of Sequences field, specifically: - . 

| [ a "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

| 1 Deleted ending stop codon in amino acid sequences and adjusted the "(AJLength:' field accordingly (error 

due to a Patentln bug). Sequences corrected: r— — 

I | Other: 



.,4E^aminer: The above corrections must be communicated to the applicant in the first Office J 
~ Action. DO NOT send a copy of this form. , 




1638 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/54 9 , 84 8A 



DATE: 11/27/2000 
TIME: 17:38:06 



Input. Set : A:\1713 3US2.txt 

Output Set: N:\CRF3\11272000\l549848A.raw 

4 <110> APPLICANT: Lassner, Michael ' 

5 Post-BeiLtenmiller, Dusty 

6 Savidge, Beth 

7 Weiss, James 

9 <120> TITLE OP INVENTION: Nucleic Acid Sequences Involved in 
10 Tocopherol SynLhesis 

12 <130> FILE REFERENCE: .17:1 3 3/02/US 

14 <14 0> CURRENT APPLICATION NUMBER: 09/54 9, 8 4 8 A 

15 <141> CURRENT FILING DATE: 2000-04 -14 

.17 <150> PRIOR APPLICATION NUMBER: 60/129,899 
18 <151> PRIOR FILING DATE: 1999-04-15 

20 <150> PRIOR APPLICATION NUMBER: 60/146, 46.1 

21 <151> PRIOR FILING DATE: 1999-07-30 
23 <160> NUMBER OF SEQ ID NOS : 94 

2 5 <170> SOFTWARE: Fa st. SEQ for Windows Version 4.0 

2 7 <210> SEQ ID NO: 1 

28 <211> LENGTH: 1182 

29 <212> TYPE: DNA 

3 0 <213> ORGANISM: ArabidopSLS Sp 
3 2 <4 0 0> SEQUENCE: 1 

3 3 atggagtctc tgctctctag ttcttctctt gtttccgctg ctggtgggtt ttgttggaag 
34 aagcagaatc taaagctcca ctctttatca gaaatccgag ttctgcgttg tgattcgagt 

3 5 aaagttgtcg caaaaccgaa gtttaggaac aatcttgtta ggcctgatgg tcaaggatct 

36 Lcattgttgt tgtatccaaa acataagtcg agat;ttcggg ttiaatgccac tgcgggtcag 

37 cctgaggctt tcgactcgaa tagcaaacag aagtctttta gagactcgtt agatycgttt 

38 tacaggtttt ctaggcctca tacagttatt ggcacagtgc ttagcatttt atctgtatct 

39 Ltcttagcag tagagaaggt tLctgatata tctcctttac ttttcactigg catcttggag 

40 gctgttgttg cagctctoat; gatgaacatt; tacatagttg ggctaaatca g ttgtctgat 

41 gttgaaatag ataaggttaa caagccctat cttccattgg catcaggaga atattctgtt 

4 2 aacaccggca ttgcaatagt agcttccttc tccatcatga gtttctggct tgggtggatt 
4 3 gttggttcat ggccattgtt cLgggctctt tttgLyagtt tcatgctcgg tactgcauac 
4 4 tctatcaat.t tgccactttt aoggtggaaa agatttgcat tggttigoagc aatgligtatc 
4 5 ctcgctgtce gagctattat tgttcaaatc gccttLtalc tacatattca gacacatgtg 
46 Lttggaagac caatcttgtt cactaggcct cttatttt.cg ccactgcgtt tatgagcttt 
4 7 ttctctgtcg ttattgcatt gtttaaggat atacctgata tcgaagggga taagatattc 
4 8 ggaatccgat caLtctctgt aactetgggt cayaaacggg tgttttggac atgtgttaca 

4 9 ctactLcaaa tggctLacgc tgttycaatt ctagtLggag ccacatctec attcatatgg 

50 agcaaagtca tctcggttgt gggtcatgtt atactcgcaa caactttgtg ggctcgagct 

51 aagtccgttg atctgagtag caaaaccgaa ataacttcat gttatatgtt catatggaag 

52 ctcttttaLg cayagLactt gctgttacct tttttgaagt ga 

54 <210> SEQ TD NO: 2 

55 <211> LENGTH: 393 

56 <212> TYPE: PUT 

5 7 <213> ORGANISM: Arabidopsis sp 

5 9 <4 00> SEQUENCE: 2 

6 0 MeL Glu Ser Leu Leu Ser Ser Sec Ser Leu Val Ser Ala Ala Gly Gly 
6.1 .1 5 10 15 



Does Not Compiy 
Corrected Diskette Needed 
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RAW SEQUENCE LISTING DAT 15 : 11/27/2000 

PATENT APPLICATION: US/09/54 9 , 84 8A TIME: 17:38:06 



Input Set : A:\17133US2.txt 

Output Set: N:\CRF3\11272O0O\l549848A.raw 
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Trp 


Pro 


Leu 


Phe 


Trp 


85 






19 5 










200 










205 








86 


Ala 


Leu 


Phe 


val 


Ser 


Phe 


Met 


Leu 


Gly 


Thr 


Ala 


Tyr 


Ser 


He 


Asn 


Leu 


87 




21 0 










215 










220 










88 


Pro 


Leu 


Leu 


Arg 


Trp 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/54 9 , 84 8A 



DATE: 11/27/20 00 
TIME: 17:38:06 



Input; Set : A:\1713 3US2.txt 

Output Set: N:\CRF3\I1272000\I549848A.raw 



112 <211> LENGTH: 1224 

1.1.3 <2.12> TYPE: DNA 

114 <213> ORGANISM: Arab i.tfopsis sp 

116 <400> SEQUENCE: 3 

117 atggcytttt ttgggctctc ccgtgtttca agacggttgt tgaaatcttc cgtctccgta 

118 actccatctt cttcctctgc tcttttgcaa tcacaacata aatccttgtc caatcctgtg 

119 actacccatt acacaaatcc tttcactaay tgttatcctt catggaatqa taattaccaa 
12 0 gtatggagta aaggaagaga attgoatcag gagaagtttt ttggtgttgg ttggaattac 

121 agattaatfct gtggaatgtc gtcgtcttct tcggttttgg agggaaagcc gaagaaagat 

122 gataaggaga agagtgatgg tgttgttgtt aagaaagctt cttggataga tttgtattta 

123 ccagaagaag ttagaggtta tgctaagctt gctcgattgg ataaacocat tggaacttgg 

124 ttgcttgcgt ggccttgtat gtggtcgatt; gcgttggctg ctgatcctgg aagccttcca 
12 5 agttttaaat atatggcttt atttggttqc ggagcattac ttct.tagagg tgctggttgt 
.12 6 actat.aaatg atctgcttga tcaggacata gatacaaagg ttgatcgtac aaaactaaga 
12 7 cctatcgcca gtggtctttt gacaccattt caagggattg gatttctcgg gctgcagtty 
128 cttttaggct tagggattct tctccaactt aacaattaca gccgtgtttt aggggcttca 

12 9 tctttgttac ttgtcttttc ctacccactt atgaayaggt ttacattttg gcctcaagcc 

13 0 ttcttaggtt tgaccataaa etggggagca ttgttaggat ggactgcagt taaaggaagc 

131 atagcaccat ctattgtact ccctctctat ctctccggag tctgctggac ccttgtttat 

132 gatactattt atgcacatca ggacaaagaa gatgatgtaa aagttgqtgt taagtcaaca 
13 3 gcccttagat tcggtgataa tacaaagctt tgyttaactg gatttggcac agcatccata 
13 4 ggttttcttg cactttctgg attcagtgca gatctcgggt ggcaatatLa cgcatcactg 
1.35 gccgctgeat caggacagtt aggatggcaa atagggacag ctgacttatc atctggtgct 
13 6 gactgcagta gaaaatttgt gtcgaacaag tggtttggtg ctattatatt tagtggagtt 
137 gtacttggaa qaagttttca ataa 

13 9 <210> SEQ TD NO : 4 
1.40 <211> LENGTH: 407 
.141 <212> TYPE: PRT 

1.4 2 <213> ORGANISM: Arabiclopsis sp 
144 <400> SEQUENCE: 4 
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162 130 135 140 

16 3 Pro Cys Met Trp Ser Tie Ala Leu Ala Ala Asp Pro Gly Ser: Leu Pro 
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RAW SEQUENCE LISTING • ^ . DATE : '.'1 1/27/200,0 

+ j PATENT APPLICATION : US/09/549 , 848A : TIME : 17 : 38 : 06 



Input Set : A:\17133US2.txt 

Output Set: N:\CRF3\112 7 2000\l54 9 84 8A.raw 
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198 <210> .SEQ ID NO : 5 

199 <2lJ> LENGTH: 1296 
20 0 <212> TYPE: DNA 

201 <213> ORGANISM: Ara bidops i.s sp . 
203 <400> SEQUENCE: 5 

2 04 atgtggcgaa gatctgttgt ttctcgttta t;ct tca.agaa tctctgttfcc Ltattcgtta 

205 ccaaacbcta gactgattec ttggtcccgc gaattatgLg ccgttaatag ottctccjcag 

206 cctccggtct cgacggaatc aactgctaag ttagggatca ctggtgttag atctgatgcc 

207 aatcgagttt ttgceactgc tactgccgcc gctacagcta cayctaccac, cggtg%gatt 

208 tcgtctagag ttgcggettt . ggctggatta gggoatcact: abtjctcgtLg ttattgggag 

209 ettitctaaag ctaaaettag tatgettgtg gtt.gcaaet'.t: ctygaaetigg ytatajLtctig 

210 g g t a:c gggaa a t g c tg c a a t Lagctteccg g g get tt g 1 1 a c a c a t g t gc a g g aacc a tg 

211 atgattgctg c a t c t g c t a a 1 1 c c 1 1 g a a t : cagatttttg agataagcaa . tgattctaag 

212 atgaaaagaa egatgetaag gccatt.gcct teaggaegta Ltagtgttcc <acaegctg 1 t 

213 gca tgggcta ctattfyclgg tgcttctggt gcttgtttgt tggccagcaa gactnatatg 

214 ttgyctycty yacttgeate tgecaatett gtactttatg cyt;ttgttta Lactccgttg 



RAW SEQUENCE LISTING -- DAT 1:1 : .1 1/27/200 0 

PATENT APPLICATION : US/09/54 9 , 84 8A TIME: 17 : 38 : 06 ; 

Input: Set' ■: -A:\1713 3US2.txt 

Output Set: N:\CRF3\1127 2000\l54984 8A.raw 

215 aagcaacttc accctatcaa tacatgygtt ggcgctyttg ttggtgctat cccaccctty 

21 6 c t tg g gtggg eg gca geg tc i:gg tea g a tt tea ta ca a tt cga tga ttct tccagctgct ' 

217 ctt taetttt ggoagatacc tcattttatg gcccttycac atetotyecy caatgattat 

218 gca:yctyga = g gttacaagat 'gttgtcactc tttgatccgt cagggaagay^aatagcay.ca 

219 gtggctctaa =ggaactgcti ttacatgatc ectcteggtt tcatcgccta tgactggggg 
-220 ttaacotcaa gttggttttg cctcgaa tea acacttctca cactacjcaat pgetgeaaca 
221 yea ttt teat tctaccgaga ccggaeeatg ca taaaycaa ggaaaatgtt ecatgecagt 
22 2 cttctcttec tteetgtttt eaty tetgy t cttcttctac accytgtctc taatgata^at 
22 3 cagcaaeaacf tegtagaaga ageeggatta acaaattetg tatctggtga agtcaaaact 
22 4 cagaggegaa agaaacgtgt ggctcaacct ecygtgyctt atgcctctgc tgcaccgttt 

22 5 cel. Ltectec cage tec ttc cttctactct ccatga* 
: 221 <210> SEQ ID NO: 6 

228 <211> LENGTH : 4 3.1 . * " ' 

229 <212> TYPE: PRT 

230 <213> ORGANISM: Arabidopsis sp 
.. 232 ;^400> SEQUENCE: 6 

23 3 Met Trp Arg Arg Ser Val .Val Tyr Arg Phe Sex- Ser Arg lie Ser Val 
234 1 5 10 15 

23 5 Ser Ser s,er Leu Pro Asn= Pro Arg Leu He Pro Trp Ser Arg Giu Leu 

236 20 2 5 30 

237 cys Ala val Asn Ser Phe Ser Gin Pro Pro Val Ser Thr Gl.u Ser Thr 
2 38 3 5 40 4 5 

23 9 Ala Lys Leu Gly He Thr Gly Val Arg Ser Asp Ala Asn Arg Val Phe 

24 0 50 55 60 

241 Ala Thr Ala Thr Ala Ala Ala Thr Ala Thr Ala Thr Thr Gly Glu Tie 

24 2 65 70 7 5 80 

; 24 3 Set: Ser Arg Val Al^a Ala Leu Ala Gly Leu Gly His His Tyr Ala Arg 
24 4 8 5 ' 90 ~ ; 95 

24 5 Cys Tyr Trp Glu Leu Ser Lys Ala Lys Leu Ser Met Leu Val Vai Ala 
24 6 100 105 " 110 

24 7 Thr Ser Gly Thr Gly Tyr lie Leu Gly Thr Gly. Asn Ala Ala He Ser 

248 115 «. 120 .125 

249 Phe Pro Gly Leu Cys Tyr Thr Cys Ala Gly Thr Met Met lie Ala Ala 

250 130 135 140 

251 Ser Ala Asn Ser Leu Asn Gin lie Phe Glu lie Ser Asn Asp Ser Lys 

252 14 5 150 .155 160 

253 Met Lys Arg Thr Met Leu Arg Pro Leu Pro Ser Gly Arg -lie Ser Val 

254 ' 165 170 / : 175 

255 Pro His Ala Val Ala Trp Ala Thr He Ala Gly Ala Ser Gly Ala Cys 

256 180 185 190 

2 57 Leu Leu Ala Ser Lys Thr Asn Met Leu Ala Ala Gly Leu Ala Ser Ala 

258 195 200 205 

259 Asn Leu Val Leu Tyr Ala Phe Val Tyr Thr Pro Leu Lys Gin Leu His 

260 210 215 220 

261 Pro lie Asn Thr Trp Val Gly Ala Val Val Gly Ala He Pro Pro Leu 

262 225 ^230 23 5 -24 0 

263 Leu Gly Trp Ala Ala Ala Ser Gly Gin He Ser Tyr Asn Ser Met He 

264 >' 245 250 * 255 

265 Leu Pro Ala Ala Leu Tyr Phe Trp Gin lie Pro His Phe Met Ala Leu 
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